Key indicators: single-crystal X-ray study; T = 291 K; mean (C-C) = 0.006 Å; R factor = 0.054; wR factor = 0.127; data-to-parameter ratio = 8.9.
Experimental
Crystal data 
Data collection
Bruker SMART APEX CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2000) T min = 0.980, T max = 0.982 10905 measured reflections 2960 independent reflections 2695 reflections with I > 2(I) R int = 0.040 Refinement R[F 2 > 2(F 2 )] = 0.054 wR(F 2 ) = 0.127 S = 1.04 2960 reflections 331 parameters 2 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.41 e Å À3 Á min = À0.39 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry code: (i) x; y À 1; z. Cg1 is the centroid of the C8-C13 ring.
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. 1 H-NMR (CDCl 3 , 400 MHz) δ: 7.17-7.37 (21 H, m, 4Ph + 4-H), 6.69 (2 H, d, J = 7.5 Hz, 3-H + 5-H), 5.25 (2 H, s, 2OH), 3.68 (4 H, s, 2CH 2 ).
Refinement
H atoms bonded to O atoms were located in a difference map and their positional parameters were refined with U iso (H) = 1.2U eq (O). Other H atoms were positioned geometrically (C-H = 0.93-0.97 Å) and refined using a riding model, with U iso (H) = 1.2U eq (C). In the absence of significant anomalous scattering effects, Friedel pairs have been merged. Fig. 1 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. supplementary materials sup-10 
Figures

Special details
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
